Localiser des sites de restriction sur une séquence d’ADN Nebcutter
et visualiser le gel d’agarose obtenu version 2.0

Nebcutter permet de localiser des sites d’enzyme de restriction et également de visualiser le produit
obtenu lors de la digestion par ces enzymes.

Ce logiciel ne nécessite pas d’installation sur le disque dur.

L’acquisition des séquences nucléotidiques est a réaliser a I'aide de la fiche « Travail sur les molécules >>
Acquérir des séquences nucléigues ou protéiques a partir de banques de données ».

Utilisation du logiciel
Se connecter sur le site : http://tools.neb.com/NEBcutter2
% ENGLAND

S NEBcutter V2.0 Bresn) [

NEB homepage]

This tool will take a DINA sequence and find the large, non-overlapping open reading frames using the E_coli genetic code and the sites for all Type II and commercially available Tvpe III restriction enzvmes
that cut the sequence just once. By default, only enzymes available from NEB are used, but other sets may be chosen. Just enter your sequence and "submit". Further options will appear with the output. The
maximum size of the input file is 1 MByte, and the maximum sequence length is 300 KBases.

What's new in V2.0  Citing NEBcutter

L, Local sequence file: | Chaoisissez un fichier | Aucun fichier choisi Standard sequences: OU Eta e l : ChOISII’
. o
Eta,[:_)e 1: e_ntrer le N S [Browse GenBask] #Plasnid vcos @bl | vecteur de
d accession de Ia \ or paste in your DNA sequence: (plain or FASTA formar) # Viral + PhEQEE

; clonage étudié
séquence du vecteur

de clonage ou copier
sa séquence au _Subngg
format FASTA

Etape 3 : cliquer
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Sequence Minimum ORF length to displav: 100 aa
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Un exemple : fabrication d’un marqueur de taille a partir du phage lambda, utilisation de deux
enzymes de restriction ; EcoRl et Hind 1l

Local sequence file: | Choisissez un fichier | Aucun fichier choisi Standard sequences:
GenBank mmber: Browse GenBank # Plasmid vectors  [+]
o1 paste in your DNA sequence: (plain or FASTA format) Lambda E
4
@ NEB enzymes __Mnre options Cll uer
) All commercially available specificities q
. @ Linear ) All specificities
The sequence is: _ Enzymes to use:
A * Circular 2 e e e
) Only defined oligomicleotide sequences
define oligos
Minimum ORF length to display: 100 aa.
Name of sequence: (optional)
Earlier projects:
Note: Your earlier projects will be deleted 2 days after they were last )
You need to have coolties enabled in your browser for this feature to work. Delete projects
|| Disable NEBcutter cookies
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Localiser des sites de restriction sur une séquence d’ADN
et visualiser le gel d’agarose obtenu

Nebcutter
version 2.0
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Cleavage code
- NEB single cutter restriction enzymes
- Main non-overlapping. min. 100 aa ORFs
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Ta | 5 extension
T | 3 extension

GC=50%, AT=50%
T | cute 1 strand
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all 1|2 4
[ |EcoP151 CAGCAG (N) o5 NN 72 | 75|100/100|100]
[EcoRI GRATT,C 5 [100{100]100|100
[ |EcoRV GRITRIC 21 | 50| 75 |100| 50
[ |Fat TCATG, 18110 (100) 50| 50
Cocher les -
.. [ Faul CCCECNNNNTHN, 90 (10050 | 10 100
enzymes choisies O [Faudtl [ e sc 380 | 10| 25 [ 25 [100)
[ |Fokl GGRTG () g "NNNN, 150 (100{100) 75 |100
[ |FspEl CC (M) 12 "NNNN 56711 2 | 2 | 2 [100
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[ [HaclI R GCGCTY 48 | 75 |100| 50 |100
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[E] |Hhal G,CGTC 215 | 75 |100/100/100]
[ |HnP1I Gce C 215 |100|100{100/100]
[ [HincIl GTYIRAC 35 | 75 |100{100|100]
HindIIT RTAGCT,T 6 |50 (100] 10|30
[ |Hinfl GTANT C 148 75 (100) 75 |100
[ [Hpal GTIIRAC 14 | 252510100
O] |Hpall C7CG,G 328 |1100| 30 | 10 | 50
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Custom Digest
[Back to main display] Linear Sequence: Lambda
Sequence digested with: EcoRI, HindIII
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New custom digest
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et visualiser le gel d’agarose obtenu version 2.0
$&OI:&HS Custom Digest
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The virtual gel was generated by interpolating
experimental data. See details.

Lambda - digested with: EcoRI, HindIIT

Gel Type:

0.7% agarose [+] none

w06

unneth.

cp6

Chaoisir le %
d’agarose et le
nom du marqueur
de taille

Marker:

=]

DNA Type:
Unmethylated [« |
# Ends Coordinates | Length (bp)
1| (LeftEnd)-EcoRI 1-21226 21226
2| EcoRI-Hindlll |31748-36895 5148 Tallle des
3| EcoRI-HindIIl |39169-44141 4973
4| HindIlI-EcoRI |27480-31747 4268 fragments
5 | EcoRI-(RightEnd) | 44973-48302 3530 Obtenus
6| HindIII-HindIII |23131-25157 2027 /
7| EcoRI-Hindlll |212 130 1904
8| Hindlll-EcoRI |37460-39168 1709
9| EcoRI-HindIII |26105-27479 1375
10| HindIII-EcoRI |25158-26104 947
11| HindlIl-EcoRI |44142-44972 831
12| HindIII-HindIII | 36896-37459 364

Le logiciel Nebcutter permet d’obtenir la cartographie des sites de restriction d’'un vecteur de
clonage et de déterminer la taille des fragments de restriction obtenus.
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